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Activity coefficient
Self-association; Excluded volume; Second virial coefficient;
Oligomers; Sedimentation equilibrium; Ultracentrifuge (Ral-
ston, G.B. (52) 51)

Ampicillin
Binding polynomials; Reference reaction; Equilibrium con-
stant; Penicillin; Hydrolysis (Yap, W.T. (52) 125)

Anisotropy
Fluorescence; Frequency domain; Fluorometry; Correlation
time distribution (Gryczynski, 1. (52) 1)

Antibody binding
Kinetics; Antigen (Nygren, H. (52) 45)

Antigen
Kinetics; Antibody binding (Nygren, H. (52) 45)

Apparent equilibrium constant
Cyclic dipeptide; Aqueous urea solution; Solubility; Protein
denaturation (Sijpkes, A.H. (52) 75)

Aqueous urea solution
Cyclic dipeptide; Solubility; Apparent equilibrium constant;
Protein denaturation (Sijpkes, A.H. (52) 75)

Azurin
Proteins; Thermal unfolding (Milardi, D. (52) 183)

Beticolin
Protonation equilibrium; Magnesium complex; Fluorescence;
Potentiometry (Mikes, V. (52) 259)

Binding
Hemocyanin; 4',6-diamidino-2-phenylindole (DAPI); Fluores-
cence (Mazzini, A. (52) 145)

E. coli; Supercoiled DNA (Clendenning, J.B. (52) 227)

Binding polynomials
Reference reaction; Equilibrium constant; Penicillin; Ampi-
cillin; Hydrolysis (Yap, W.T. (52) 125)

Bovine pancreatic trypsin inhibitor

Normal mode analysis; Dihedral angle space; Cartesian coor-
dinate space; Important conformational subspace (Kitao, A.
(52) 107)

pBR322 DNA
Ethidium binding; Superhelix density (Naimushin, A.N. (52)
219)

Canonical analysis
Computer Simulation; Correlated motions; DNA flexibility;
Molecular dynamics (Briki, F. (52) 35)

Cartesian coordinate space

Normal mode analysis; Dihedral angle space; Bovine pancre-
atic trypsin inhibitor; Important conformational subspace
(Kitao, A. (52) 107)

Circular dichroism

Renin inhibitor peptide; Conformation; Fourier Transform
infrared; Nuclear magnetic resonance (Anderson, G.J. (52)
173)

Clustering
Limit cycle oscillator; Gap junctionally coupling (Nishiyama,
N. (52) 139)

Compressibility

Protein unfolding; Heat capacity change; Expansion coeffi-
cients; Heat capacity at constant pressure and constant vol-
ume (Hinz, H.-J. (52) 275)

Computer Simulation
Canonical analysis; Correlated motions; DNA flexibility;
Molecular dynamics (Briki, F. (52) 35)

Conductance-temperature relationship
Single ion channels; Temperature; Electrolytes; Ohm’s law;
Ton transport (Kuyucak, S. (52) 15)

Configurational entropy
Spectrin; Nuclear magnetic resonance; Conformational
change; Erythrocyte; Random coil (Begg, G.E. (52) 63)
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Conformation

Renin inhibitor peptide; Fourier Transform infrared; Nuclear
magnetic resonance; Circular dichroism (Anderson, G.J. (52)
173)

Conformational change
Spectrin; Nuclear magnetic resonance; Configurational en-
tropy; Erythrocyte; Random coil (Begg, G.E. (52) 63)

Constituent dimer

Mercuric ion effect; Spectral property; Synthetic polynu-
cleotide; Constituent monomer; Dipole strength, oscillator
strength, hypochromism (Gruenwedel, D.W. (52) 115)

Constituent monomer

Mercuric ion effect; Spectral property; Synthetic polynu-
cleotide; Constituent dimer; Dipole strength, oscillator
strength, hypochromism (Gruenwedel, D.W. (52) 115)

Correlated motions
Canonical analysis; Computer Simulation; DNA flexibility;
Molecular dynamics (Briki, F. (52) 35)

Correlation time distribution
Fluorescence; Anisotropy; Frequency domain; Fluorometry
(Gryczynski, 1. (52) 1)

Cyclic dipeptide
Aqueous urea solution; Solubility; Apparent equilibrium con-
stant; Protein denaturation (Sijpkes, A.H. (52) 75)

4',6-diamidino-2-phenylindole (DAPT)
Hemocyanin; Fluorescence; Binding (Mazzini, A. (52) 145)

Dihedral angle space

Normal mode analysis; Cartesian coordinate space; Bovine
pancreatic trypsin inhibitor; Important conformational sub-
space (Kitao, A. (52) 107)

Diphytanoy] lecithin monolayers
Patch clamp; Electrophoretic DNA transfer; Long-lived con-
ductive state; Plasmid DNA (Spassova, M. (52) 267)

Dipole strength, oscillator strength, hypochromism

Mercuric ion effect; Spectral property; Synthetic polynu-
cleotide; Constituent monomer; Constituent dimer (Gruen-
wedel, D.W. (52) 115)

p305 DNA
Ethidium binding; Superhelix density (Clendenning, J.B. (52)
191)

DNA flexibility
Canonical analysis; Computer Simulation; Correlated mo-
tions; Molecular dynamics (Briki, F. (52) 35)

Dynamic light scattering
Time-resolved fluorescence; Membrane curvature; Solvent re-
laxation (Hof, M. (52) 165)

E. coli
Supercoiled DNA; Binding (Clendenning, J.B. (52) 227)

Electrolytes
Single ion channels; Temperature; Conductance-temperature
relationship; Ohm’s law; Ion transport (Kuyucak, S. (52) 15)

Electrophoretic DNA transfer
Patch clamp; Long-lived conductive state; Plasmid DNA; Di-
phytanoyl lecithin monolayers (Spassova, M. (52) 267)

Equilibrium constant
Binding polynomials; Reference reaction; Penicillin; Ampi-
cillin; Hydrolysis (Yap, W.T. (52) 125)

Erythrocyte

Spectrin; Nuclear magnetic resonance; Conformational
change; Configurational entropy; Random coil (Begg, G.E.
(52) 63)

Ethidium binding
Superhelix density; p306 DNA (Clendenning, J.B. (52) 191)

Superhelix density; pBR322 DNA (Naimushin, A.N. (52) 219)

Excluded volume

Self-association; Activity coefficient; Second virial coefficient;
Oligomers; Sedimentation equilibrium; Ultracentrifuge (Ral-
ston, G.B. (52) 51)

Expansion coefficients

Protein unfolding; Heat capacity change; Compressibility;
Heat capacity at constant pressure and constant volume (Hinz,
H.-J. (52) 275)

Fluorescence
Anisotropy; Frequency domain; Fluorometry; Correlation time
distribution (Gryczynski, 1. (52) 1)

Hemocyanin; 4',6-diamidino-2-phenylindole (DAPI); Binding
(Magzzini, A. (52) 145)

Protonation equilibrium; Magnesium complex; Beticolin; Po-
tentiometry (Mikes, V. (52) 259)

Fluorometry
Fluorescence; Anisotropy; Frequency domain; Correlation
time distribution (Gryczynski, I. (52) 1)

Fourier Transform infrared
Renin inhibitor peptide; Conformation; Nuclear magnetic res-
onance; Circular dichroism (Anderson, G.J. (52) 173)
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Frequency domain
Fluorescence; Anisotropy; Fluorometry; Correlation time dis-
tribution (Gryczynski, 1. (52) 1)

Gap junctionally coupling
Limit cycle oscillator; Clustering (Nishiyama, N. (52) 139)

Hard ellipsoids of revolution

Nonideal solutions; Small-angle scattering; Monte Carlo simu-
lation; Interparticle interaction, Human serum albumin
(Sjoberg, B. (52) 131)

Heat capacity at constant pressure and constant volume
Protein unfolding; Heat capacity change; Expansion coeffi-
cients; Compressibility (Hinz, H.-J. (52) 275)

Heat capacity change

Protein unfolding; Expansion coefficients; Compressibility;
Heat capacity at constant pressure and constant volume (Hinz,
H.-J. (52) 275)

Hemocyanin
4’ 6-diamidino-2-phenylindole (DAPI); Fluorescence; Binding
(Mazzini, A. (52) 145)

Human serum albumin

Nonideal solutions; Small-angle scattering; Monte Carlo simu-
lation; Interparticle interaction; Hard ellipsoids of revolution
(Sjoberg, B. (52) 131)

Hydrolysis
Binding polynomials; Reference reaction; Equilibrium con-
stant; Penicillin; Ampicillin (Yap, W.T. (52) 125)

Hydrophobic interactions
Spectrin; Sedimentation equilibrium; Ultracentrifuge; Ther-
modynamics; Van’t Hoff (Henniker, A. (52) 251)

Important conformational subspace

Normal mode analysis; Dihedral angle space; Cartesian coor-
dinate space; Bovine pancreatic trypsin inhibitor (Kitao, A.
(52) 107)

Interaction
Papaverine; Vasodilator drug; Micelle; Surfactant; NMR
(Yushmanov, V.E. (52) 157)

Interaction energy
Protein adsorption; Ion-exchange (Gerstner, J.A. (52) 97)

Interparticle interaction

Nonideal solutions; Small-angle scattering; Monte Carlo simu-
lation; Hard ellipsoids of revolution; Human serum albumin
(Sjoberg, B. (52) 131)

Ion-exchange
Protein adsorption; Interaction energy (Gerstner, J.A. (52) 97)

Ion transport
Single ion channels; Temperature; Conductance-temperature
relationship; Electrolytes; Ohm’s law (Kuyucak, S. (52) 15)

Kinetics
Antibody binding; Antigen (Nygren, H. (52) 45)

Ligand binding
Thermodynamic systems; Proteins (Gutheil, W.G. (52) 83)

Limit cycle oscillator
Gap junctionally coupling; Clustering (Nishiyama, N. (52) 139)

Long-lived conductive state
Patch clamp; Electrophoretic DNA transfer; Plasmid DNA;
Diphytanoyl lecithin monolayers (Spassova, M. (52) 267)

Magnesium complex
Protonation equilibrium; Beticolin; Fluorescence; Potentio-
metry (Mikes, V. (52) 259)

Membrane curvature
Time-resolved fluorescence; Solvent relaxation; Dynamic light
scattering (Hof, M. (52) 165)

Mercuric ion effect

Spectral property; Synthetic polynucleotide; Constituent
monomer; Constituent dimer; Dipole strength, oscillator
strength, hypochromism (Gruenwedel, D.W. (52) 115)

Micelle

Papaverine; Vasodilator drug; Interaction; Surfactant; NMR
(Yushmanov, V.E. (52) 157)

Molecular dynamics
Canonical analysis; Computer Simulation; Correlated mo-
tions; DNA flexibility (Briki, F. (52) 35)

Monte Carlo simulation

Nonideal solutions; Small-angle scattering; Interparticle inter-
action; Hard ellipsoids of revolution; Human serum albumin
(Sjoberg, B. (52) 131)

NMR
Papaverine; Vasodilator drug; Micelle; Interaction; Surfactant
(Yushmanov, V.E. (52) 157)

Nonideal solutions

Small-angle scattering; Monte Carlo simulation; Interparticle
interaction; Hard ellipsoids of revolution; Human serum albu-
min (Sjéberg, B. (52) 131)

Normal mode analysis

Dihedral angle space; Cartesian coordinate space; Bovine
pancreatic trypsin inhibitor; Important conformational sub-
space (Kitao, A. (52) 107)
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Nuclear magnetic resonance
Spectrin; Conformational change; Configurational entropy;
Erythrocyte; Random coil (Begg, G.E. (52) 63)

Renin inhibitor peptide; Conformation; Fourier Transform
infrared; Circular dichroism (Anderson, G.J. (52) 173)

Ohm’s law
Single ion channels; Temperature; Conductance-temperature
relationship; Electrolytes; Ion transport (Kuyucak, S. (52) 15)

Oligomers

Self-association; Excluded volume; Activity coefficient; Sec-
ond virial coefficient; Sedimentation equilibrium; Ultracen-
trifuge (Ralston, G.B. (52) 51)

Papaverine
Vasodilator drug; Micelle; Interaction; Surfactant; NMR
(Yushmanov, V.E. (52) 157)

Patch clamp

Electrophoretic DNA transfer; Long-lived conductive state;
Plasmid DNA; Diphytanoyl lecithin monolayers (Spassova, M.
(52) 267)

Penicillin
Binding polynomials; Reference reaction; Equilibrium con-
stant; Ampicillin; Hydrolysis (Yap, W.T. (52) 125)

Plasmid DNA

Patch clamp; Electrophoretic DNA transfer; Long-lived con-
ductive state; Diphytanoyl lecithin monolayers (Spassova, M.
(52) 267)

Potentiometry
Protonation equilibrium; Magnesium complex; Beticolin; Flu-
orescence (Mikes, V. (52) 259)

Protein adsorption
Interaction energy; Ion-exchange (Gerstner, J.A. (52) 97)

Protein conformation
Tryptophan phosphorescence; Substrates (Cioni, P. (52) 25)

Protein denaturation
Cyclic dipeptide; Agueous urea solution; Solubility; Apparent
equilibrium constant (Sijpkes, A.H. (52) 75)

Proteins
Thermodynamic systems; Ligand binding (Gutheil, W.G. (52)
83)

Thermal unfolding; Azurin (Milardi, D. (52) 183)

Protein unfolding

Heat capacity change; Expansion coefficients; Compressibil-
ity; Heat capacity at constant pressure and constant volume
(Hinz, H.-J. (52) 27%9)

Protonation equilibrium
Magnesium complex; Beticolin; Fluorescence; Potentiometry
(Mikes, V. (52) 259)

Random coil

Spectrin; Nuclear magnetic resonance; Conformational
change; Configurational entropy; Erythrocyte (Begg, G.E. (52)
63)

Reference reaction
Binding polynomials; Equilibrium constant; Penicillin; Ampi-
cillin; Hydrolysis (Yap, W.T. (52) 125)

Renin inhibitor peptide
Conformation; Fourier Transform infrared; Nuclear magnetic
resonance; Circular dichroism (Anderson, G.J. (52) 173)

Second virial coefficient

Self-association; Excluded volume; Activity coefficient;
Oligomers; Sedimentation equilibrium; Ultracentrifuge (Ral-
ston, G.B. (52) 51)

Sedimentation equilibrium

Self-association; Excluded volume; Activity coefficient; Sec-
ond virial coefficient; Oligomers; Ultracentrifuge (Ralston,
G.B. (52) 51)

Spectrin; Ultracentrifuge; Thermodynamics; Hydrophobic in-
teractions; Van’t Hoff (Henniker, A. (52) 251)

Self-association

Excluded volume; Activity coefficient; Second virial coeffi-
cient; Oligomers; Sedimentation equilibrium; Ultracentrifuge
(Ralston, G.B. (52) 51)

Single ion channels
Temperature; Conductance-temperature relationship; Elec-
trolytes; Ohm’s law; Ion transport (Kuyucak, S. (52) 15)

Small-angle scattering

Nonideal solutions; Monte Carlo simulation; Interparticle in-
teraction; Hard ellipsoids of revolution; Human serum albu-
min (Sjéberg, B. (52) 131)

Solubility
Cyclic dipeptide; Aqueous urea solution; Apparent equilib-
rium constant; Protein denaturation (Sijpkes, A.H. (52) 75)

Solvent relaxation
Time-resolved fluorescence; Membrane curvature; Dynamic
light scattering (Hof, M. (52) 165)

Spectral property

Mercuric ion effect; Synthetic polynucleotide; Constituent
monomer; Constituent dimer; Dipole strength, oscillator
strength, hypochromism (Gruenwedel, D.W. (52) 115)




Subject Index / Biophysical Chemistry 52 (1994) 289-293 293

Spectrin

Nuclear magnetic resonance; Conformational change; Config-
urational entropy; Erythrocyte; Random coil (Begg, G.E. (52)
63)

Sedimentation equilibrium; Ultracentrifuge; Thermodynam-
ics; Hydrophobic interactions; Van’t Hoff (Henniker, A. (52)
251)

Substrates
Tryptophan phosphorescence; Protein conformation (Cioni, P.
(52) 25)

Supercoiled DNA
E. coli; Binding (Clendenning, J.B. (52) 227)

Superhelix density
Ethidium binding; p306 DNA (Clendenning, J.B. (52) 191)

Ethidium binding; pBR322 DNA (Naimushin, A.N. (52) 219)

Surfactant
Papaverine; Vasodilator drug; Micelle; Interaction; NMR
(Yushmanov, V.E. (52) 157)

Synthetic polynucleotide

Mercuric ion effect; Spectral property; Constituent monomer;
Constituent dimer; Dipole strength, oscillator strength,
hypochromism (Gruenwedel, D.W. (52) 115)

Temperature
Single ion channels; Conductance-temperature relationship;
Electrolytes; Ohm’s law; Ion transport (Kuyucak, S. (52) 15)

Thermal unfolding
Proteins; Azurin (Milardi, D. (52) 183)

Thermodynamics
Spectrin; Sedimentation equilibrium; Ultracentrifuge; Hy-
drophobic interactions; Van’t Hoff (Henniker, A. (52) 251)

Thermodynamic systems
Ligand binding; Proteins (Gutheil, W.G. (52) 83)

Time-resolved fluorescence
Membrane curvature; Solvent relaxation; Dynamic light scat-
tering (Hof, M. (52) 165)

Tryptophan phosphorescence
Protein conformation; Substrates (Cioni, P. (52) 25)

Ultracentrifuge

Self-association; Excluded volume; Activity coefficient; Sec-
ond virial coefficient; Oligomers; Sedimentation equilibrium
(Ralston, G.B. (52) 51)

Spectrin; Sedimentation equilibrium; Thermodynamics; Hy-
drophobic interactions; Van’t Hoff (Henniker, A. (52) 251)

Van’t Heff

Spectrin; Sedimentation equilibrium; Ultracentrifuge; Ther-
modynamics; Hydrophobic interactions (Henniker, A. (52)
251)

Vasodilator drug
Papaverine; Micelle; Interaction; Surfactant; NMR (Yushma-
nov, V.E. (52) 157)



